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DEFINITION  Kluyveromyces lactis FPS1p (FPS1) gene, complete cds.
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FEATURES             Location/Qualifiers
     source          1..1695
                     /organism="Kluyveromyces lactis"
                     /mol_type="genomic DNA"
                     /strain="CBS 2359"
                     /db_xref="taxon:28985 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​Taxonomy​/​Browser​/​wwwtax.cgi?id=28985​)"
     gene (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=33302359&itemID=2&view=gbwithparts​)            <1..>1695
                     /gene="FPS1"
                     /note="KlFPS1"
     mRNA (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=33302359&itemID=3&view=gbwithparts​)            <1..>1695
                     /gene="FPS1"
                     /product="FPS1p"
     CDS (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=33302359&itemID=1&view=gbwithparts​)             1..1695
                     /gene="FPS1"
                     /note="putative glycerol channel protein; KlFSP1;
                     complements fps1 mutation in Saccharomyces cerevisiae
                     W303-1A background"
                     /codon_start=1
                     /product="FPS1p"
                     /protein_id="AAQ01788.1 (​http:​/​​/​www.ncbi.nlm.nih.gov​/​entrez​/​viewer.fcgi?val=AAQ01788.1​)"
                     /db_xref="GI:33302360"
                     /translation="MSQTAQYEPVKDAGISNGDWQNDDFANVNHRYPTGSVDGNESRI
                     SGEGGYDDDNDSADDGATVPVTAYVQQYLDEGSYFPVQEVVPNTSLNMNNYRRIRSNT
                     VTSNVMPPRPTEGPGSVMSRSTTGPNQNSQTAADPNDPSNVNGAVTMMVKPKTLYQNP
                     QTPTVLPSTYYPINKWSSFKYQHMKEFFGEFLGTMIMMMFGTAVNCQRKLSQQNQINK
                     FNQIIQLNNMESDQIAMLQYLATPDVAGNFATVAFGWAAAVVMGYFAAGGSAISGAHL
                     NPAITVSNFVYRGFPWRKLGVYFMGQYLGSYIGTLLILWYYREVIEHVYPNWHLEESV
                     LAMFSVVPLDYLSTSRQIIAEFLIGAMLQCGIFSLTDPYTCLSTDLFPMMLFILMFIL
                     NAAGAYQTGAVLNPARDMGPRLALLTIGMDKDVIFNTHHHFFWVPMVVPFVGSFTGGL
                     VYDFCIYQGHESPLNLPLSAYTDWFRRHWELLKVKTSSGFVGSDLETIGTNNTTSNVE
                     SHRSQTSENKQVHFKSVLRNSKTRNPSTGIPTIFESEETTYSRPNFIQKHSDRSAS"
ORIGIN      
        1 atgtcacaga cggcccaata tgagcctgtc aaagacgctg gaatatccaa tggtgactgg
       61 cagaacgatg actttgcaaa tgtgaatcat cgttatccga caggtagcgt tgacgggaat
      121 gaaagtagaa tctcaggcga aggcggttat gacgatgata acgatagtgc agatgatggg
      181 gctacggttc ctgttactgc ctacgtgcaa caatatctgg acgaaggttc ttattttcct
      241 gtgcaagagg tggtaccgaa tacgtcacta aatatgaata actataggag gataagaagt
      301 aacaccgtaa cttctaacgt catgccacct aggcctacag aaggtccggg atccgtgatg
      361 tctagatcga cgacgggacc taatcaaaac agtcaaactg cagcagatcc aaatgatccg
      421 agcaacgtga atggtgccgt gactatgatg gtgaaaccaa agactttata tcaaaaccct
      481 caaacaccca cagttttacc ttcgacatat tatccgatca ataagtggtc atcgtttaag
      541 taccaacaca tgaaggaatt tttcggtgag tttttaggta ccatgattat gatgatgttt
      601 ggtactgctg ttaactgtca aaggaaactt tcacaacaaa atcaaattaa caaatttaat
      661 caaattattc agttgaataa catggagtct gatcaaatag ctatgctgca atatcttgca
      721 actccagatg ttgcaggtaa tttcgcaact gttgcctttg gttgggctgc ggctgtggta
      781 atgggttatt ttgcagcagg tggtagtgca atttcgggtg cacatctgaa tccagcaatt
      841 acggtgtcaa attttgttta tagaggattc ccttggagaa aattaggtgt ttattttatg
      901 ggacaatacc tgggctcgta tattggaacc ttattaattt tgtggtacta tcgagaggtt
      961 attgaacatg tatatccaaa ctggcatttg gaggaaagtg tattggcaat gttcagtgtc
     1021 gtgccattgg attatctctc tacatcaaga caaataattg cagaatttct aataggggcc
     1081 atgctgcagt gtggaatttt ctcgttaaca gatccttata catgtttgtc cacggacctt
     1141 tttcctatga tgcttttcat tcttatgttt attctcaatg cagcaggcgc ataccagaca
     1201 ggtgctgttt tgaatcctgc gagagatatg ggacctaggc tagctctctt aacaatcggg
     1261 atggacaaag atgtgatttt taacacgcat caccatttct tctgggttcc aatggtcgtt
     1321 ccattcgtgg gaagtttcac tggtggttta gtatatgatt tttgcatata tcaagggcac
     1381 gaatcacctc taaacttacc actttcagct tataccgatt ggtttagaag acattgggaa
     1441 ctcctaaagg tgaaaacatc atctgggttc gttggttctg atttagaaac catcggtact
     1501 aataacacaa cctcaaacgt agaaagccac agatctcaga cgtctgagaa caaacaagtc
     1561 catttcaaga gcgtattgag gaattcaaag acaagaaatc ctagcacagg tattcctaca
     1621 atcttcgaat cagaagaaac aacctactcc cgaccaaatt tcatccaaaa gcatagtgac
     1681 agaagcgcat catga

